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Educations

2008: Doctor of Philosophy: Complex System applied to post genomic biology. University of Turin,
Italy. Supervisor: Prof. Enzo Medico.

2005: Master Degree in Molecular Biotechnology. 110/110 cum Laude. University of Turin, Italy.
Supervisor:Prof.EnzoMedico. -D.M.509/199

Professional experien n rren ition
01/03/2023 — Present — Associate professor, Department of Oncology, University of Turin.

01/03/2020 — 28/02/2023 - Fixed-term Researcher type B, Department of Oncology, University of
Turin.

06/01/2018 - 02/28/2020 - Collaboration contract: "Global evaluation of the stromal contribution to
the progression and response to treatments of colorectal and mesenchymal tumors." Candiolo
Institute, FPO.

04/01/2018 - 05/31/2018 - Research fellow: "Development of a public data portal for the European
collection of patient-derived xenografts from the EDIReX project." Department of Oncology -
University of Turin.

04/01/2017 - 01/31/2018 - Research fellow: "Systematic study of tumor-stroma interactions through
transcriptomic analysis of preclinical models of colorectal carcinoma." Department of Oncology -
University of Turin.

04/01/2016 - 03/31/2017 - Research fellow: "Study of tumor-stroma interaction mechanisms through
transcriptomic analysis of preclinical models of colorectal carcinoma." Department of Oncology -
University of Turin.

03/01/2015 - 03/31/2016 - Collaboration contract: "AIRC 5 2010 special program molecular clinical
oncology 5 per mille coordinator Paolo Maria Comoglio" - AIRC - Piedmont Foundation for Cancer
Research.

05/01/2014 - 02/28/2015 - Research fellow: "Mechanisms of resistance to anti-angiogenic therapy:
bioinformatic analysis of expression data." Department of Oncology - University of Turin.

11/01/2013 - 04/30/2014 - Research fellow: "Regulatory circuits between stroma and tumor, an
integrated system approach to improve knowledge of neoplastic progression mechanisms and
response to target drugs." Department of Oncology - University of Turin.

02/01/2013 - 10/31/2013 - Research fellow: "E-lab: Miniaturized laboratory for early diagnosis of
colon rectal cancer." Department of Oncology - University of Turin.

02/01/2012 - 01/31/2013 - Research fellow: "Large-scale functional screening for tumor
transformation and progression." Department of Oncology - University of Turin.

02/01/2011 - 01/01/2012 - Research fellow: "Large-scale functional screening for tumor
transformation and progression." Department of Oncology - University of Turin.

01/01/2010 - 01/31/2011 - Extension of project contract: "Large-scale functional screening for tumor
transformation and progression” at the Piedmont Foundation for Cancer Research.
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06/01/2009 - 12/31/2010 - Project contract: "Large-scale functional screening for tumor
transformation and progression” at the Piedmont Foundation for Cancer Research.

02/01/2008 - 05/31/2009 - Conclusion of the scholarship funded by CINECA for the development of
an integrated genomic platform at the Italian level. Activities carried out at the Oncogenomics
Laboratory of the Candiolo Institute, Department of Oncological Sciences, University of Turin, Italy.
Supervisor: Prof. Enzo Medico.

Honors
- IRCC Intramural Award for Scientific Productivity 2010.

- AACR Training award 2015
- BITS travel grant 2016

hi .
- Holder of the Histology course, 2020/2021, Bachelor's Degree in Biotechnology,

University of Turin, lectures and final exams.

Holder of the Histology course, 2019/2020, Bachelor's Degree in Biotechnology,
University of Turin, lectures and final exams.

Holder of the Histology course, 2019/2020, Bachelor's Degree in Nursing, University of
Turin, lectures and final exams.

Complementary teaching activity, 2018/2019, histology module of biomedical sciences,
Bachelor's Degree in Dental Hygiene, University of Turin, lectures and final exams.

Member of the Teaching Board, PhD program in "Complex Systems for Quantitative
Biomedicine", University of Turin from the academic year 2021-22.

Laboratory supervision for three PhD students, University of Turin.
Co-tutoring, Master's Degree students at the University of Turin: 1 in Molecular
Biology, 4 in Medical Biotechnology, 2 in Molecular Biotechnology.

Research main topics

Over the past 15 years | have been interested in developing multidisciplinary approaches to the study
of cancer biology. At the moment my research activity mainly focuses on the study of colorectal
cancer, covering the role of both project manager and collaborator. During my master thesis, | acquired
the genomics skills necessary to manage and interpret large-scale data (both at the DNA and RNA
level), integrating standardized methodologies with original approaches aimed at resolving clinical and
biological issues. (Can Disc 2011, PMID: 22586653; BMC Genomics 2008, PMID: 18510758; Can
Res 2013 BMC Bioinformatics 2011, PMID: 21955789;). Working in the field of oncogenomics, |
developed awareness of the challenges in the field of research and clinical practice. Thanks to those
experiences, | joined collaborative activities and developped projects conducted in first person. In these
projects | have applied genomic methods aimed at discovering agents of tumor aggressiveness and
mechanisms of sensitivity and resistance to therapies. (Oncogene 2009, PMID: 19838208; Can Res
2007, PMID: 17875685; JBC 2009, PMID: 19561079; Clin Exp Met 2009, PMID: 19340593). In
particular, |1 have investigated the study of signaling pathways involved in transcriptional control
mediated by transcription factors and non-coding RNA, in activities carried out independently of my
mentor. (Clin Cancer Res 2011, PMID: 22179665, Mol Onc 2015, PMID: 25306394, J Clin Invest
2018, PMID: 29953416; BMC Cancer 2018 PMID: 29970021; Mol Cancer Ther. PubMed PMID:
29483217.). These work have highlighted biological programs of sensitivity and resistance to targeted
therapies that lay the foundations for therapeutic repositioning strategies rather than the development
of innovative strategies aimed at cell signaling pathways and previously unexplored paracrine



mechanisms in solid tumors. Working with clinitians, | acquired applied bio-statistical skills. (Ann
Surg 2011, PMID: 23665971; Clin Cancer Res 2011, PMID: 21447729; Nat Comm 2015, 6: 8878;
Gut 2015, PMID: 25804630).

I recently developed a new integrated transcriptomics approach to colorectal cancer to investigate new
tumor subtypes, and in particular to demonstrate the contribution of the stromal components.
Specifically, it was possible to generate molecular signatures able to trace various mesenchymal
cellular components in solid tumors, such as fibroblasts, endothelial cells and leukocytes and to
associate a correlation with an ineffectual course of the disease. (Nat Jan 2015, PMID: 2570,627; Nat
Comm 2017, PMID: 25926053). These studies have introduced the concept of "stromophilous™ tumor,
a subgroup of patients associated with an extreme aggressive pathology, characterized by a specific
histological architecture, with a high dosage of stromal cells. These results have generated great
excitement in the sector and are hesitated in various commentary work. (Nature Gen 2015, PMID:
25814306, Nature Rev Clin Oncol, 2015 PMID: 25781571, Nature 2015, PMID: 26343385, Nature
Review 2017, PMID: 28050011). In parallel, for several years I have been part of my activities in the
frame of Genobitus, an initiative wanted by the University of Turin with the aim of spreading genomics
skills in the University's projects.

Main projects as Pl

- 2020 — present: Project Manager for an animal experimentation project authorized by the
Ministry of Health entitled "Identification of new therapies inhibiting tumor-stroma interaction
in Colorectal Carcinoma."” Number 21635.34. Ministerial Authorization No. 107/2021-PR of
February 10, 2021.
- 2017-2019: Italian Association for Cancer Research - My First AIRC Investigator Grant
18047 - Systematic assessment of stromal contribution to colorectal cancer progression
and response to treatment - Principal Investigator -
- 2018-2023: Ministry of Health - Finalized Research, young researchers - Systematic
assessment of stromal contribution to progression and response to treatment in colorectal
cancers (CRCs) and mesenchymal tumors (MTs) - Principal Investigator -
Collaboration
- 11/02/2018 - 31/01/2022: EDIReX: EurOPDX Distributed Infrastructure for Research on
patient-derived cancer Xenografts
- 31/12/2015 - 30/12/2018: Characterization and preclinical therapeutic validation of low-
prevalence oncogenic drivers in colorectal cancer
- 31/12/2012 - 30/12/2015: Targeting the NEDDS8 pathway for colorectal cancer treatment
- 21/11/2010 - 31/10/2013: E-LAB: Miniaturized laboratory for early diagnosis of colon-rectal
cancer
- 31/07/2010 - 31/12/2017: Targeting resistances to molecular therapies in metastatic
colorectal carcinomas.
- 31/12/2009 - 30/12/2012: Integrative functional genomics of cancer progression and
response to targeted treatments

2004-2009: A Center for Functional Genomics of Cancer Progression.
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